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Anthracnose is an important fungal disease of papaya (Carica papaya)
and is caused by Colletotrichum species (Nascimento et al., 2010).
Papaya is an economically important crop which is cultivated primar-
ily in tropical and sub-tropical countries (Saini et al., 2017). In February
2022, papaya fruits displaying anthracnose symptoms were collected
from Flacq, Mauritius (-20°11'22.99“S, 57°42'51.98” E). Large, circular
brown to black spots, surrounded by a pink-coloured edge, contain-
ing black fruiting bodies or salmon conidial masses were observed
on affected fruit (Fig. 1). Small pieces of tissue were excised from
the diseased fruit using a flame-sterilised scalpel. The pieces were
surface disinfected using 1% sodium hypochlorite for three minutes
followed by two rinses in sterilised distilled water. The diseased tissues
were transferred onto potato dextrose agar and incubated at 25°C for
seven days. Pure cultures were obtained by single hyphal tip isolation
and two different types of colonies were recovered. The first fungal
colony type (PapF) was greyish coloured with white aerial mycelium
and light brown with brown concentric rings of growth on the under-
side (Fig. 2a-b). The second type (PapF2) was white and light brown
to olive-coloured on the reverse side (Fig. 2c-d). The conidia (n = 30)
were unicellular, straight, aseptate, with arounded apex and acute base
(Fig. 3). The mean length and width of the conidia were 11.0 +1.1 um
X 3.0 £0.4 um and 12.2 +2.2 um x 3.4 +0.4 um for PapF and PapF2,
respectively. 4

Fungal DNA was extracted using a CTAB-based DNA isola-
tion method (Ranghoo & Hyde, 2000). Four genomic loci, the ITS
region, GADPH, TUB2 and CHS-1 genes, were PCR-amplified and

sequenced using primer pairs ITS4/ITS5 (White etal., 1990), GDF/GDR,
T1/Bt2b and CHS-79F/CHS-345R (Gan et al., 2016), respectively.
ITS sequences confirmed that the isolates were Colletotrichum with
100% identity to the C. gloeosporioides species complex (Acces-
sion Nos. KU534982.1 and KU534983.1). BLASTn search results
showed that the GADPH and TUB2 sequences had 100% identity
with KY401637.1 and JX009916.1, and MN746330.1 and CHS-1
JX009791.1, respectively, confirming that the species was C. sal-
solae. All sequences were deposited in Genbank under Accession
Nos. OR739404-OR739405 (ITS), OR757306-OR757307 (GAPDH),
OR757302-OR757303 (TUB2) and OR757304-OR757305 (CHS-
1).

To prove the pathogenicity of C. salsolae, four fruits of papaya cv.
Solo were surface disinfected using 1% NaOCI and rinsed twice with
sterile distilled water. An aliquot of a conidial suspension (50 uL, 10®
conidia/mL) from each of the isolate types was separately deposited
on three sites of each fruit. A control papaya fruit was inoculated
with sterile distilled water and all fruits were held at room tempera-
ture. Five days after inoculation the inoculated fruits developed typical
anthracnose symptoms (Figure 4) while the control fruits showed no
disease symptoms. The original isolate was recovered from the inoc-
ulated fruits, thus fulfilling Koch’s postulates. The experiment was
repeated three times and similar observations were made on each
occasion.

Based on the morphological, molecular and pathogenicity analyses,

the fungal isolates were identified as C. salsolae. Colletotrichum salso-
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FIGURE 2 Appearance of colonies of isolates PapF (a & b) and PapF2 (c & d); A & C: top view, and B & D: reverse view.

lae was first reported from Salsola kali subsp. tragus in Hungary and anthracnose of papaya in Mauritius. Dissemination of these findings
then reported on Carica papaya in India (Weir et al., 2012; Saini et al., will create awareness among farmers about this disease-causing agent

2017). To our knowledge, this is the first report of C. salsolae causing and emerging threat to papaya production in Mauritius.
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FIGURE 3 Conidial shape of isolate PapF (left) and PapF2 (right).

FIGURE 4

Symptoms on papaya five days after inoculation with
Colletotrichum salsolae.
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