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Abstract
Eremanthus erythropappus, a species of economic importance for α-bisabolol production, has great
potential for genetic improvement. However, limited knowledge on genetic parameters during the
exploitation of commercial plantations hampers its progress. In this study, we estimated genetic
parameters and correlations for silvicultural traits in a provenance and progenies test of E.
erythropappus at 11 years of age, aiming to identify promising provenances and families. The
experiment, conducted in Baependi, involved five provenances and 116 half-sib families in a complete
randomized block design. Height (H), diameter at breast height (DBH), survival (SOB), and volume (Vol)
were measured, and the REML/BLUP mixed model approach was used to estimate genetic parameters.
Our results revealed significant genotype-level effects for all traits, except H at the provenance level.
Narrow sense heritability ranged from 0.05 (SOB) to 0.17 (DBH), suggesting a substantial influence of
environmental factors. Genotypic variation surpassed that of provenances, and positive phenotypic and
genotypic correlations between growth traits were observed, ranging from moderate to strong. Notably,
the provenances Itabirito and Delfim Moreira exhibited outstanding performance in terms of DBH and
Vol. Furthermore, families 4, 6, 37, 118, and 124 emerged as top contenders for H, DBH, and Vol. Despite
low heritability, selection strategies within and between provenances and families for silvicultural traits
are viable. Importantly, high phenotypic and genotypic correlations allow for indirect selection, thus
streamlining assessment efforts. These findings advance our understanding of genetic parameters
providing valuable insights for the genetic improvement of E. erythropappus, fostering its sustainable
utilization in various industries.

INTRODUCTION
Eremanthus erythropappus (DC.) MacLeish is a species belonging to the Asteraceae family that is
naturally distributed in the southeastern Central Plateau of Brazil, encompassing the states of Goiás,
Distrito Federal, Minas Gerais, São Paulo, Rio de Janeiro, and Espírito Santo (Araújo et al. 2018). It is
found in a variety of habitats, ranging from forest communities to open fields such as Cerrado, rupestrian
fields, and high-altitude fields, where it often forms nearly pure stands referred to as "candeais" in
Portuguese (Araújo et al. 2018). The species is commonly exploited in rural communities, primarily for
fence posts, due to its natural occurrence in Cerrado areas and high population density. However,
commercial exploitation mainly focuses on the extraction of essential oil, which contains the active
ingredient α-bisabolol and is widely used in the medical and cosmetic industries (Donadelli 2012).

Although most exploitation of E. erythropappus follows sustainable management plans (Araújo et al.
2018), there are limited commercial plantations typically associated with oil processing companies
(Donadelli 2012). Since E. erythropappus is a Brazilian-native species with little domestication, plantation
cultivation relies on seedlings with heterogeneity in growth and production. Consequently, there is a need
for research on the genetic improvement of E. erythropappus to enhance its productive potential, given
the commercial demand for increased uniformity and larger yields.
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In genetic improvement programs for native forest species, a successful strategy has been to emulate
the approach used for the genus Eucalyptus. Kageyama and Vencovsky (1983) outlined this approach,
which begins with the identification of promising species, followed by progeny testing and ultimately
focusing on selected progenies and cloning.

E. erythropappus is known for its high α-bisabolol production and exhibits significant genetic diversity
among natural populations (Padua et al. 2021). Genetic variability has also been observed in progeny
tests for initial growth up to 30 months (Avelar et al. 2021). However, limited information is available on
different provenances at age crop exploitation, especially at 11 years.

In this context, the present study aims to (I) estimate the genetic parameters for growth traits of E.
erythropappus at age crop exploitation; (II) examine the correlations among the growth traits themselves
and with environmental variables from provenances; and (III) identify the most promising progenies for
further development.

MATERIALS AND METHODS
The progeny experiment was established in January 2005 in the rural area of Baependi, Minas Gerais,
Brazil (21°57'52.35 "S; 44°45'45.88 "W). The region has a Cwb (high altitude tropical) climate with hot
and humid summers and cold and dry winters, with a mean annual temperature of 18.5°C and rainfall of
1400 mm. Open-pollinated seeds were collected from five locations (Delfim Moreira, Baependi,
Carrancas, Itabirito, and Morro do Pilar), and within each source, 20 to 24 progenies were collected,
totaling 116 progenies (Table 1 and Fig. 1).

Table 1
Geographical coordinates, altitude, climate, average annual temperature, and the number of progenies of

each Eremanthus erythropappus provenance
Provenance Progenies* Latitude Longitude Altitude

(m)
Climate T

(°C)**

Delfim
Moreira

24 (26–50) -22,50392438 -45,27919975 1200 Cwb 17,0

Baependi 24 (51–75) -21,79987416 -44,89627636 893 Cwb 18,5

Carrancas 24 (76–100) -21,48346426 -44,64443417 1052 Cwa 20,7

Itabirito 24 (101–
125)

-20,24505001 -43,80469534 848 Cwa 17,4

Morro do
Pilar

20 (1–25) -19,21642284 -43,37687709 760 Cwb 22,0

* Total number of progenies and individual number of each progeny within the provenance; ** average
annual temperature.



Page 5/17

The test of progenies was implemented in a randomized complete block design, with seven replicates
and linear plots of six plants. The area was prepared by tillage at a depth of 30 cm, with planting at a
spacing of 2.5 m x 2.0 m and planting fertilization of 150 g of NPK (08:28:16) per plant. Throughout the
experimental period, control of leaf-cutting ants and fire prevention measures were carried out.

At eleven years after planting, survival (SOB) and height (H) were evaluated using a graduated ruler (m),
and diameter at breast height (DBH-cm) with the circumference measured with a tape measure was
recorded and later converted to diameter. Then, individual volume (Vol) was estimated according to the
model of Schumacher and Hall (Eq. 1) parameterized for this data set, using only the main stem.

 (Eq. 1)

 77,6; ;

where Vol = individual volume (m³), DBH = diameter at breast height (cm), H = height (m), R² (%) = 
regression coefficient of the model, and Sxy (m³) = standard deviation of the error.

To estimate the variance components and predict genetic values, the maximum likelihood residual and
best linear unbiased predictor (REML/BLUP) procedure was used. For this, the statistical model y = Xr + 
Za + Wp + Ts + e was used, where y is the vector of data, r is the vector of repetition effects (assumed as
fixed) added to the general average, a is the vector of individual additive genetic effects (assumed as
random), p is the vector of plot effects (assumed as random), s is the vector of population or provenance
effects (random) and e is the vector of errors or residues (random). The capital letters X, Z, W, and T
represent the incidence matrices for these effects.

The significance of the random effects of genotypes, plots, and provenances (populations) was tested
by the likelihood ratio test (LRT) at 1% error probability in a deviance analysis for each trait. Pearson
correlation analysis was performed with phenotypic means and environmental variables for each origin.
Genotypic means and genetic and phenotypic correlations were obtained by models 5 and 120 of the
SELEGEN REML/BLUP software (Resende 2016).

The coincidence index (CI) was used to evaluate the selection efficiency of progenies across traits for
the following selection scenarios and selection intensities: 10 best progenies (8.62%), 20 best progenies
(17.24%), 30 best progenies (25.86%), 40 best progenies (34.48%), and 50 best progenies (43.10%). The
116 progenies were used for the calculation, applying the formula of Hamblin and Zimmermann (1986)
as follows:

 (Eq. 2)

where C is the number of selected superior progenies due to chance. It is assumed that the number of
selected superior progenies, a proportion equal to the selection intensity, coincides by chance. A is the
number of selected superior progenies common to the different traits. M is the number of superior
progenies selected for one of the characteristics.

ln (V ol) = −8,78608 + 1,83257ln (DBH) + 0,47149ln (H)

R2 (%) = Sxy (m3) = 0,0007

CI =
A−C

M−C



Page 6/17

RESULTS
The effects of genotypes were significant by the likelihood ratio test for all variables analyzed (Table 2).
The effect of provenance was not statistically significant only when the H of E. erythropappus plants was
evaluated.

Table 2
Analysis of deviance (ANADEV) for height, diameter at breast height (DBH), volume, and survival of

progenies of Eremanthus erythropappus at 11 years of age in Baependi, MG
Models Height DBH Volume Survival

DEV LRT DEV LRT DEV LRT DEV LRT

Complete 1760   5750.25   -37484.99   -3663.93  

(-)
genotypes

1765 5.02* 5766.05 15.8* -37476.07 8.92* -3659.87 4.06*

(-) plot 2910 1150* 5990.93 240.68* -37212.21 272.78* -3424.18 239.75*

(-)
provenance

1763 2.67 5755.62 5.37* -37480.13 4.86* -3623.28 40.65*

DEV - Deviance, LRT - Likelihood ratio test, with distribution with 1 degree of freedom; *significant at 1%
probability level by chi-square test; (-) model without the said effect.

The estimated genetic parameters are shown in Table 3. Among the parameters, it is remarkable that the
variation in the coefficients of heritability in the restricted sense (h2

r) ranged from 0.05 for survival to
0.17 for DBH. The higher expression of the genetic coefficient of variation of the progenies (CVgi%) and
the lower value of the genotypic coefficient of variation of the provenances (CVgp%) are also noteworthy.
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Table 3
Estimates of genetic parameters for height (m), diameter at

breast height (DBH-cm), Vol (m³) and survival (%) of the
progenies of Eremanthus erythropappus at 11 years in Baependi,

MG
Parameters Height DBH Volume Survival

σ²a 0.123 0.359 0.000002 0.010

σ²parc 0.432 0.448 0.000003 0.032

σ²proc 0.009 0.024 0.000000 0.008

σ²e 0.309 1.186 0.000008 0.141

σ²f 0.873 2.018 0.000013 0.191

h²r 0.141 0.178 0.132 0.055

c²parc 0.495 0.222 0.247 0.165

c²proc 0.010 0.012 0.011 0.044

CVgi% 8.226 13.921 25.449 13.838

CVgp% 4.113 6.960 12.724 6.919

CVe% 16.559 19.296 42.311 32.157

CVr 0.496 0.721 0.430 0.601

Overall average 4.26 m 4.31 cm 0.005 m3 74%

σ²a – additive genetic variance; σ²parc – environmental variance between plots; σ²proc – genetic variance
between provenances; σ²e – residual variance; σ²f – individual phenotypic variance; h²r – individual
heritability in the restricted sense; c²parc – c coefficient of determination of plot effects; c²proc –
coefficient of determination of the effects of provenance; CVgi% - coefficient of individual additive
genetic variation; CVgp% - coefficient of genotypic variation between populations; CVe% - coefficient of
residual variation; CVr – coefficient of relative variation.

The phenotypic and genotypic correlations were positive among the growth variables (H, DBH, and Vol).
There was a high positive correlation between the DBH and Vol variables for both phenotypic (0.96) and
genotypic (0.98) traits. Moderate correlations were observed between H and DBH, 0.70 and 0.71 for
phenotypic and genotypic correlations, respectively. The phenotypic and genotypic correlations between
H and Vol were coincident for both, with 0.72 being considered moderate.

Among the provenances, the best performance for growth in DBH and Vol was the Itabirito origin, which
presented the highest genotypic effects for these characteristics (Table 4). The provenances of
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Carrancas and Baependi showed negative genotypic effects for DBH and Vol but showed the highest
survival values.

Table 4
Estimates of genotypic effects (g), genetic value (u + g), genetic gain, and new mean

with selection of Eremanthus erythropappus strains for diameter at breast height (DBH),
Vol and survival at 11 years in Baependi, MG

(DBH) (cm) Rank Provenances g u + g Gain New mean

1 Itabirito 0.146 4.453 0.146 4.453

2 Delfim Moreira 0.065 4.371 0.105 4.412

3 Morro do Pilar 0.062 4.369 0.091 4.398

4 Carrancas -0.086 4.221 0.047 4.354

5 Baependi -0.186 4.121 0.000 4.307

Volume (m³) Rank Provenances g u + g Gain New mean

1 Itabirito 0.0003 0.0054 0.0003 0.0054

2 Morro do Pilar 0.0002 0.0053 0.0003 0.0054

3 Delfim Moreira 0.0001 0.0051 0.0002 0.0053

4 Carrancas -0.0002 0.0048 0.0001 0.0052

5 Baependi -0.0004 0.0047 0.0000 0.0051

Survival (%) Rank Provenances g u + g Gain New mean

1 Carrancas 6.6% 80.4% 6.6% 80.4%

2 Baependi 6.2% 80.1% 6.4% 80.2%

3 Itabirito 1.9% 75.7% 4.9% 78.7%

4 Delfim Moreira 0.5% 74.3% 3.8% 77.6%

5 Morro do Pilar -15.2% 58.6% 0.0% 73.8%

The environmental variables of the original regions of the progenies and the silvicultural aspects
observed in the plantation in Baependi show a moderate correlation between latitude and performance
in H, Vol, and survival (Table 5).
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Table 5
Person's correlation between the genetic value for height, diameter at breast

height (DBH), Vol and survival and the environmental variables of Eremanthus
erythropappus branches at 11 years in Baependi, MG

Environmental characteristics Height DBH Volume Survival

Latitude* -0.70 -0.45 -0.65 0.74

Longitude* -0.71 -0.49 -0.68 0.70

Altitude (m) -0.43 -0.09 -0.36 0.50

Average annual temperature (°C) 0.08 -0.20 -0.06 -0.54

* The latitude and longitude moduli were used for the correlation calculations

For survival, the correlation was positive, differing from the negative correlation observed for H and Vol
associated with latitude and longitude. DBH showed a weak correlation among all the variables
analyzed, with no correlation with altitude. There were no correlations for mean annual temperature (°C)
with H and Vol of E. erythropappus.

Analyzing the progenies, more than half of the progenies of Eremanthus erythropappus presented
negative BLUP for H, DBH, and Vol (Fig. 2). For survival, there was a higher number of good families
within the analyzed progenies.

There is a high coincidence among the best progenies for H, DBH and Vol, highlighting the progenies 4, 6,
37, 118 and 124, which appeared among the ten best progenies for all the characteristics mentioned
(Table 6). The pattern of coincidence continues between these characteristics if there is the selection of
a greater number of progenies selected (Table 7), highlighting the total coincidence between the 20 best
progenies for DBH and Vol. Survival seems to be uncorrelated with the growth characteristics because
there is no coincidence among the ten progenies selected (Table 6), and there is a negative coefficient of
coincidence in the different intensities of selection (Table 7).
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Table 6
Ranking of the ten best Eremanthus erythropappus

progenies for height, diameter at breast height (DBH),
volume and survival at 11 years and their respective

gains from selection in Baependi, MG
Rank Progenies

Height DBH Volume Survival

1 4 37 7 76

2 6 109 109 81

3 37 118 37 53

4 8 14 118 95

5 11 124 101 63

6 118 6 124 74

7 57 7 6 97

8 124 4 4 92

9 17 36 14 93

10 3 115 3 112

Gain (%) 9.24 17.50 33.33 14.54

In bold, the families coinciding for the characteristics of height, DBH and volume.

Table 7
Coincidence index in the selection of Eremanthus erythropappus progenies for the combinations of

height (H), diameter at breast height (DBH), volume (Vol) and survival (Sur) at different selection
intensities at 11 years in Baependi, MG

Number of
selected

Selection
Intensity

Number of
randomly
selected (C)

Coincidence index (%)

DBH-
H

DBH-
Sur

DBH-
Vol

H-
Sur

H-
Vol

Sor-
Vol

10 8.62 0.74 46.0 -8.0 78.4 -8.0 56.8 -8.0

20 17.24 2.97 53.0 -17.4 100.0 -11.6 53.0 -17.4

30 25.86 6.68 52.8 -24.4 82.8 -11.5 52.8 -20.1

40 34.48 11.88 64.4 -13.8 92.9 -6.7 64.4 -10.2

50 43.1 18.57 71.4 -1.8 90.5 -1.8 74.5 -8.2

DISCUSSION
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Genetic parameters
The selection of superior genotypes within populations is supported by the sufficient variability of H,
DBH, Vol, and survival inferred by the significance of the effects of genotypes by the likelihood ratio test
(Table 2). There is no possibility of plant H gains via the selection of provenances because there was no
notable effect of this trait among the E. erythropappus progenies (Table 2).

Within the estimates of phenotypic variation (σ²f), the greatest influence of environmental variances

(σ²parc and σ²e) and a smaller contribution of genetic variance (σ²a and σ²proc) were observed for all traits
analyzed (Table 3). The greater influence of environmental variances was emphasized when observing
the plot determination coefficients (c²parc), which refer to the variation within the blocks. Values of
c²parc above 10% are not recommended (Resende 2002). In the situation where it exceeds 10%, it is
suggested to reduce the number of plants in the plot and increase the number of repetitions in the
experiment (Kubota et al. 2015), thus reducing the within-plot effect and increasing the repetition and
environmental control within the repetition. This same scenario was observed in another progeny test of
E. erythropappus with six plants per plot (Avelar et al. 2021), indicating that reducing the number of
plants in the plot and increasing the number of blocks is important for breeding programs of the species.

Within the estimates of the components of genetic variance, there was a greater contribution of the
additive genetic variance (σ²a) than of the genetic variance between provenances (σ²proc) for all traits
(Table 3). Similar behavior to that of Toona ciliata progenies was demonstrated by Santos et al. (2021).
Due to a low expression of σ²proc, there was a low coefficient of determination of the effects of
provenances (c²proc), all lower than 4.5%, similar to those found in Eucalyptus urophylla provenances in
tests in Brazil (Hodge and Dvorak, 2015). These values indicate that although there is variation among
provenances, it is modest compared to variation among individuals.

The relationship of CVgi% being twice as high as CVgp% was also observed by Santos et al. (2021) in T.
ciliata provenances. Although populations are more homogeneous for growth traits than the variation
between individuals, it is still possible to make gains in selecting for these traits in conjunction with
selection between families and individuals.

Heritability estimation is highly influenced by the homogeneity of the experimental environment (White et
al. 2007). Therefore, the heritabilities for E. erythropappus were low due to the high values of
environmental variance obtained in the test. Similar heritability was obtained for the H of E.
erythropappus at different ages, ranging from 0.08 to 0.18 (Avelar et al. 2021). In T. ciliata, higher
heritability estimates were obtained for H (0.30) and DBH (0.15), but with a reduction in values with
planting age due to environmental factors, such as intraspecific competition (Santos et al. 2021).

The heritabilities for the characteristics of commercial interest in forest species usually vary between
0.10 and 0.30, and only traits related to wood quality reach heritabilities greater than 0.40, as reported by
White et al. (2007). The same authors emphasize that heritability in the narrow sense, estimated from a
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single test and in a single location, is usually overestimated due to not considering the effect of the
genotype– environment interaction.

The higher magnitudes of the coefficient of variation (CVe%) may be associated with the differential
response of genotypes to stressors such as aluminum toxicity, low soil fertility, water deficit, high
temperatures, pest attacks, and fires that may occur throughout cultivation (Santos et al. 2021). In field
experiments, high values of CVe% are expected, with those between 10% and 20% being considered
adequate (Pimentel-Gomes 2009). Under these conditions, the CVe% for H and DBH can be considered
adequate, and the high values of CVe% for Vol may be associated with its indirect estimation,
accumulating the residues of the variables that are part of its calculation.

The values of the relative coefficient of variation were all less than 1 due to the greater magnitude of
CVe% compared to CVgi%, indicating a greater variation due to the environment than the estimated
variation due to the genetic component. This scenario seems to be commonly found in genetic
experiments with native Brazilian species, as observed in Tachigali vulgaris (Cruz et al. 2020), Dipteryx
alata (Andrade et al. 2020)d erythropappus (Avelar et al. 2021). This scenario is not the most favorable
for selection (Massaro et al. 2010); however, Resende and Duarte (2007) state that although CVr is
below 1, high accuracy and precision can be achieved if the number of repetitions is higher than five.
Therefore, even with the low values of the relative coefficient of variation, it is still possible to perform
selection with good accuracy due to the use of seven blocks in the experimental design.

As reported, E. erythropappus has slow growth and is subject to intense environmental variation due to
factors inherent to its cultivation, such as the high demand and duration of measures to control weed
competition, or even due to the lack of appropriate protocols for its silviculture, such as the lack of
information about soil correction and fertilization protocols. These factors affect the quality of the
genetic parameter estimates for the species, as reported by Avelar et al. (2021) and observed in this
work. Changes in the design of genetic tests with the species should be considered, such as reducing
the number of plants per plot and increasing the number of repetitions, adjustments that could reduce
c²parc and CVe% and increase the precision of heritability estimates.

The fact that all phenotypic and genotypic correlations were positive and moderate (over 0.70) to strong
(over 0.96) is beneficial for the improvement program of the species since there is the possibility of
gains with indirect selection. The high phenotypic and genotypic correlations can be explained by gene
linkage or pleiotropy (Falconer and Mackay, 1996).

Provenance and environmental variables
Higher survival values were found in the Carrancas and Baependi varieties, indicating that they have
interesting alleles of adaptability to the soil and climate factors of the planting region. Importantly, the
lower survival of plants from the Morro do Pilar provenance may have masked its growth values since
competition within and between plots dictates the growth of individuals, so the DBH and the individual
Vol of the Morro do Pilar provenance plants may be overestimated.
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The moderate correlations between latitude and longitude with H and survival variables may indicate
clinal variation (Table 5), that is, a continuous genetic gradient associated with environmental variation.
However, it is necessary to test more provenances to obtain a more comprehensive distribution pattern.
This behavior shows that natural selection events provided the maintenance of individuals better
adapted to the environmental gradient, being a selection pressure that continuously caused changes in
allele frequencies, mainly on loci that control traits aimed at adaptation (White et al. 2007).

Studies of population behavior and environmental variables are important tools to guide the prospection
of seed collection, the indication of planting locations, and, above all, studies on the effects of climate
change. Eucalyptus tereticornis progenies, for example, showed a high correlation between growth
variables and mean annual temperature (Booth 2019), drawing attention to future selections within the
species under a scenario of increasing mean annual temperature due to the effects of climate change. In
this scenario, although of moderate magnitude, there is a negative correlation (-0.54) between E.
erythropappus survival and increasing mean annual temperature, and there may be damage to the
conservation and production of this species due to the progressive increase in this environmental
characteristic.

These observations corroborate the simulations of Carvalho et al. (2019) in a study that showed that the
precipitation of the wettest quarter, the temperature of the coldest quarter, and the average annual
temperature were the variables that most influenced the ecological niche models for the conservation of
E. erythropappus. The same authors also reinforce that altitude is an important variable in the
conservation of the species, as populations of E. erythropappus are more likely to be found at higher
altitudes, which corroborates the positive correlation (0.5) of this environmental characteristic with
survival (Table 5).

Breeding considerations
Significant genetic parameters were identified that bring relevant advances for the management of the
breeding program of E. erythropappus. The analysis of the different provenances concerning growth and
adaptation traits revealed low genetic variability, indicating a preference for progeny selection strategies.

Among progenies, there is an opportunity to exploit the benefits from selection for growth traits.
However, due to the reduced proportion of progenies with favorable genotypic values for H and Vol
(Fig. 2), it is necessary to carefully select these traits. Importantly, the establishment of plantations in
Baependi is favored since most of the progenies (66%) present good genetic values for survival at the
site.

The positive and high correlation between the variables of growth and production with the DBH, as
evidenced by the high rate of coincidence of the direct selection of DBH with the characteristics H and
Vol (Table 7), is explained by the strong phenotypic and genotypic correlation between these
characteristics (Table 4). This favorable scenario makes it possible to implement the breeding program
of E. erythropappus efficiently since the direct selection of DBH, a trait that is easy to measure, would
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result in indirect gains in H and Vol. Indirect selection would save time and resources during evaluations
without causing losses in the gains obtained through selection.

CONCLUSION
The progenies of E. erythropappus showed genetic diversity favorable for selection in volume, DBH, Vol,
and survival. However, the parameters of heritability were low. Little genetic variation is contained among
the provenances, with more present within the progenies.

The Itabirito and Delfim Moreira progenies stood out in DBH and volume, while the Carrancas and
Baependi progenies stood out in survival. The progenies 4, 6, 37, 118, and 124 were among the ten best
for H, DBH, and Vol of E. erythropappus when evaluated at 11 years of age.

Declarations
Author contributions: Conceptualization: Rodolfo Soares de Almeida, Lucas Amaral de Melo;
Methodology: Rodolfo Soares de Almeida, Lucas Amaral de Melo; Formal Analysis: Rodolfo Soares de
Almeida; Heloisa Guimaraes Santos, Lavínia Barbosa Oliveira, Adelson Lemes da Silva Júnior;
Visualization: Fernanda Leite Cunha, Ernani Lopes Possato; Writing – original draft: Rodolfo Soares de
Almeida; Writing – review & editing: All Authors.

Interests: The authors have no relevant financial or non-financial interests to disclose.

Data availability All the data used in this study are freely available from the corresponding Author under
request.

CONFICT OF INTEREST: The author declares no confict of interest.

References
1. Andrade HSF, Baroni GR, Brancalion PHS, Moraes MLT, Silva PHM (2020) Parâmetros genéticos de

crescimento inicial e frutificação de Dipteryx alata Vogel em teste de progênie e espaçamento.
[Genetic parameters for initial growth and fruiting of Dipteryx alata Vogel in progeny and spacing
tests] Scientia Forestalis, 48(126): e3074. https://doi.org/10.18671/scifor.v48n126.17

2. Araújo EJGD, Péllico Netto S, Scolforo JRS, Machado SDA, Morais VA, David HC (2018) Sustainable
Management of Eremanthus erythropappus in Minas Gerais, Brazil–A Review. Floresta e Ambiente,
25(3): e20160516. https://doi.org/10.1590/2179-8087.051616

3. Avelar MLM, Silva Júnior VPD, Rosado LR, Gonçalves FMA, Pavan AJ, Melo LA (2021)
Caracterização genética no crescimento inicial de progênies de Eremanthus erythropappus (DC.)
MacLeish em Aiuruoca, MG, Brasil. [Genetic characterization of the initial growth of Eremanthus
erythropappus (DC.) MacLeish progenies in Aiuruoca, MG, Brazil] Hoehnea, 48: e142020.
https://doi.org/10.1590/2236-8906-14/2020



Page 15/17

4. Booth TH (2019) Assessing the thermal adaptability of tree provenances: an example using
Eucalyptus tereticornis. Australian Forestry, 82(4):176-180.
https://doi.org/10.1080/00049158.2019.1680594

5. Carvalho MC, Gomide LR, Acerbi FW, Tng D (2019) Potential and future geographical distribution of
Eremanthus erythropappus (DC.) MacLeish: a tree threatened by climate change. Floresta e
Ambiente, 26: e20180455. https://doi.org/10.1590/2179-8087.045518

6. Cruz SL, Pedrozo CÂ, Oliveira VXA, Silva AMD, Resende MDVD, Gonçalves DDA (2020) Parâmetros
genéticos e seleção inicial de procedências e progênies de taxi-branco (Tachigali vulgaris) em
Roraima. [Genetic parameters and initial selection of provenances and progenies of taxi-branco
(Tachigali vulgaris) in Roraima] Ciência Florestal, 30:258-269.
https://doi.org/10.5902/1980509831631

7. Pádua JAR., Rocha LF, Brandão MM, Almeida Vieira F, Carvalho D (2021) Priority areas for genetic
conservation of Eremanthus erythropappus (DC.) MacLeish in Brazil. Genetic Resources and Crop
Evolution, 68(6):2483-2494. https://doi.org/10.1007/s10722-021-01144-1

8. Donadelli FMDM (2012) Motivações e resultados da certificação florestal: um estudo de caso
cadeia de valor da candeia. [Motivations and results of forest certification: a case study of the
candeia value chain] Ambiente & Sociedade, 15:97-121. https://doi.org/10.1590/S1414-
753X2012000300007.

9. Falconer DS, Mackay T (1996) Introduction to quantitative genetics(4th ed., 480 p.). London:
Pearson.

10. Hamblin JE, Zimmermann MJO (1986) Breeding common bean for yield in mixtures. Plant Breeding
Reviews, 4:245-272.

11. Hodge GR, Dvorak WS (2015) Provenance variation and within-provenance genetic parameters in
Eucalyptus urophylla across 125 test sites in Brazil, Colombia, Mexico, South Africa and Venezuela.
Tree Genetics & Genomes, 11(3):1-18. https://doi.org/10.1007/s11295-015-0889-3

12. Kageyama PY; Vencovsky R (1983) Variação genética em uma população de Eucalyptus grandis
(Hill) Maiden [Genetic variation in a population of Eucalyptus grandis (Hill) Maiden]. Instituto de
Pesquisas e Estudos Florestais, 24:9-26.

13. Kubota TYK, Moraes MA, Silva ECB, Pupin S, Aguiar AV, de Moraes MLT, Freitas MLM, Sato AS,
Machado JAR, Sebbenn AM (2015) Variabilidade genética para caracteres silviculturais em
progênies de polinização aberta de Balfourodendron riedelianum (Engler). [Genetic variability for
silvicultural characters in open-pollinated progenies of Balfourodendron riedelianum (Engler)]
Scientia Forestalis, 43(106):407-415.

14. Massaro RAM, Bonine CAV, Scarpinati EA, Paula RC (2010) Viabilidade de aplicação da seleção
precoce em testes clonais de Eucalyptus spp. [Feasibility of applying early selection in Eucalyptus
spp. clonal tests] Ciência Florestal, 20(4):597-609. http://dx.doi.org/10.5902/198050982418.

15. Pimentel-Gomes F (2009) Curso de estatística experimental [Experimental statistics course] (15.
ed.). Piracicaba: FEALQ.



Page 16/17

16. Resende MDV (2002) Genética biométrica e estatística no melhoramento de plantas
perenes[Biometric and statistical genetics in the improvement of perennial plants]. Brasília:
Embrapa Informação Tecnológica.

17. Resende MDVD (2016) Software Selegen-REML/BLUP: a useful tool for plant breeding. Crop
Breeding and Applied Biotechnology, 16:330-339.

18. Resende MDV, Duarte JB (2007) Precisão e controle de qualidade em experimentos de avaliação de
cultivares. [Accuracy and quality control in cultivar evaluation experiments] Pesquisa Agropecuária
Tropical, 37(3):182-194.

19. Santos HG, Rosado LR, Rosado SCS, Melo LA, Gonçalves FMA (2021) Parâmetros genéticos para
caracteres silviculturais em cedro australiano. [Genetic parameters for silvicultural characters in
Australian cedar] Scientia Forestalis, 49(130):e3467. https://doi.org/10.18671/scifor.v49n130.05

20. White TL, Adams WT, Neale DB (2007) Forest genetics. CABI, London

Figures

Figure 1



Page 17/17

Map of the state of Minas Gerais and its climatic classification according to Koppen with the locations of
the Eremanthus erythropappus provenances and the genetic test site in Baependi, MG, Brazil

Figure 2

Percentage of good (BLUP positive - darker shades) and bad (BLUP negative - lighter shades) progenies
of Eremanthus erythropappus for diameter at breast height (DBH), volume and survival at 11 years in
Baependi, MG


