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In this published article, the legend for figure 4 was incor-
rectly published. The complete correct Fig. 4 is given below.
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Fig. 4   Population structure analysis for 55 samples of wild Musa 
acuminata from Sumatra and 10 samples from other regions of Indo-
nesia. a Partitioning of individuals among K = 2, 4, 5 and 7 potential 
subpopulations. From K = 4 the subsp. malaccensis, subsp. sumatrana 
and subsp. halabanensis are consistently separated. b Determination 

of the optimal K with the Puechmaille (2016) method. c. Graphs plot-
ting the rate of change of likelihood and “Delta K” from the Evanno 
et al. (2005) method indicating that there might only be 2 subpopula-
tions
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The original article has been corrected.
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