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ABSTRACT

The complete chloroplast (cp) genome sequence of Eriocaulon nepalense was sequenced and
assembled in this study. The cp genome of E. nepalense is 150947 bp in length, composed of a pair of
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26451 bp inverted repeat regions (IRs), separated by a large single-copy region (LSC) of 81064 bp, and

a small single-copy region (SSC) of 16981 bp. The cp genome contained 114 unique genes, including
80 protein-coding genes, 30 tRNA genes, and 4 ribosomal RNA genes. The phylogenetic position of E.
nepalense based on the cp genome data is closer to E. decemflorum than E. buergerianum.

Eriocaulon Linn., under the family Eriocaulaceae, consists of
470 species in the world (WCSP 2019). These species are
mainly distributed in tropical and subtropical regions, with a
concentration in Asia (Ma et al. 2000). Eriocaulon nepalense is
a common wetland plant in the Himalayan region (Zhang
1999). It is differed from other Eriocaulon species for having
broad leaves, gray-black inflorescence, and usually apex con-
cave at the female flower petal (Ma et al. 2000). However,
none chloroplast genome resource is available so far for this
species. In this study, the complete chloroplast (cp) genome
of E. nepalense is reported and its phylogenetic position
is presented.

The sample was collected from Shangsi County, Guangxi
Province, China (2157'26.76”N, 107°54'25.02" E, Voucher No.
$S002, deposited at the Herbarium of Beijing forestry
University). Total genomic DNA was extracted from the fresh
leaves of E. nepalense individual using CTAB method (Doyle
and Doyle 1987). Then, an lllumina HiSeq 4000 platform at
Novogene (http://www.novogene.com, China) was applied to
perform 2 x 150bp pair-end sequencing. Clean reads were
mapped to published chloroplast genome of Eriocaulon as
references (Darshetkar et al. 2019) using Map function of
Geneious R11 (Kearse et al. 2012). Filtered reads were then
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used for de novo assembly with Geneious R11. Gaps were
bridged using Fine Tuning function of Geneious R11. The cp
sequence was annotated using Plann (Huang and
Cronk 2015).

The complete cp genome sequence of E. nepalense is
150947 bp in length. It comprises a pair of IRs (26451 bp) sep-
arated by the LSC (81064 bp) and SSC (16981 bp) regions.
The cp genome harbors 114 functional genes, including 80
protein-coding (PCGs), 30 transfer RNA (tRNA) genes, and 4
rRNA genes. Among them, 10 protein-coding and 6 tRNA
genes have introns. The average GC content of cp genomes
is 35.8%.

Some available complete cp genome sequences of
Eriocaulon and closed genera were downloaded from
GenBank. Bayesian inference analyses (Ronquist and
Huelsenbeck 2003) were conducted for phylogeny recon-
struction (Figure 1). The result showed that E. nepalense is
sister to E. decemflorum.

The sequence alignment and all the settings of Bayesian
analyses were the same with previous study by Darshetkar
et al. (2019). The phylogenetic framework of Eriocaulon, as
well as its related genera were consistent with all the previ-
ous studies (Darshetkar et al. 2019; Han et al. 2019).
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Figure 1. Bayesian phylogram of newly assembled genome, as well as 11 species of Poales inferred from the complete plastome sequences. PP (posterior probabil-
ities) values for Bayesian analysis are shown at each node. NCBI accession number is shown after each species name.
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